
infections (BSI), we characterized 465 strains 

collected in a defined geographic area during the 

first quarter of 2014: 412 strains from BSI and 53 

A BSI surveillance program in the 

Centre region of France (2.7 M inhabitants) has 

been under way since 2000. Data are collected 

for 3 months of each year (stable cohort, 32 

hospitals). Variable studied: patient age and sex, 

recent history of catheterization and mechanical 

(CA) or 

(HA) acquisition, death 

within 7 days of diagnosis; incidence of BSI 

determined with respect to the number of 

-BSI 

clinical strains (CL), and the environmental strains 

(E) recovered by the regional laboratory for food 

safety, were characterized (susceptibility testing, 

BSIs (0.110/1000 

BSI (0.335/1000 PDs) were 

, median age was 78 and 80 

history of urinary catheterization was frequent 

(35 %). Patient’s death occurred within 7 days 

after diagnosis in 8.2 % of BSI cases; 20 out of the 

159 cases were associated with an ESBL-

producing E. coli isolate (12.6 %).

Figure 1. eBurst distribution of the E coli isolates 

MICROBIOLOGICAL DATA

412 E. coli BSI isolates were studied.

Antimicrobial susceptibility. 31 isolates were ESBL-

producers (7.5 %), most being of CTX-M15 (42 %) 

and CTX-M1 (23 %). 16 % of isolates were 

CiprofloxacineR, 23 % TMP/SXZR and 16 % 

Gentamicine/TobraR . 

Genetic diversity. Using MLST, 102 STs were 

recovered for the 412 isolates. The pattern 

obtained with the concatenated fragment with 

eBurst (figure 1) revealed 12 majors ST 

648, 38, 388, 4892 and 46 in elderly males. 

STC 131 and 12 were associated with patients 

hospitalized into RC/LSU rather than in SSU 

(p<0.001) and with HCA-BSIs rather than with CA-

BSIs. 

Figure 2. Prevalence of digestive source of the 

BSI according to E. coli STC

Out of the 936 food products analyzed during the 

study period, 42 (4.5 %) were found with an E. 

coli. Out of the 42 isolates, 13 were recovered 

from dairy (30.9 %), 26 from raw meat products 

(61.9 %) and three from ready-to-eat products 

(7.1 %). Isolates were sent to the central 

laboratory for molecular characterization such as 

the one conducted with human isolates. 

Antimicrobial susceptibility. Out of the 42 isolates, 
40 were WT (95.2 %), one was amoxicillinR

the major ST complexes identified among human 

isolates: 7 isolates into STC 10, two into 155 and 

one into 12, 69 and 23 respectively. In addition, 

four and two isolates were found into the two 

minor clusters ST399 and 154, respectively. None 

of the isolates was found into the two major 

human STCs, i.e. 73 and 95. Isolates of STC10 

were significantly associated with dairy products 

(5/7, 71.4 % for diary, 

food products; p=0.021). The ESBL

isolate was found into STC10.

Discussion and Conclusion 

Most of the 

three major human clones CC69, 73 and 95 and 

were not recovered from food products. 

The remaining BSI

highly diverse clones, including two major clones 

shared by the isolates from food products, i.e. 

STC 23 and STC 10 that are not place into B2 

phylogroups

Isolates belonging to these two STC were mostly 

associated with BSI with a digestive or a urinary 

source in very old patients, respectively.

In the context of an increasing incidence of E. 

coli BSI since a decade, our findings questioned 

about the source and the role of these non B2 

clones into the epidemiological changes 

observed with E. coli invasive infections in 

humans.


